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(@) The complete set of mR
organism is called as
(i) transcriptome
(i) metabolome
(iii) genome
(iv) nucleome
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(2)

(b)  Biological database contains
(i) DNA
() protein
(i) structure
(iv) All of the above

(c) SWISS-PROT is a
() database of nucleic acid

(i) database of structures

(iii) database of Protein sequences
(iv) None of the above

(d) BLAST stands for

What is bioethjcg Compare the advantages

and disadvantageg of genetically modified 29
organismg. 367
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Project. Describe the application 4+2Ya+2Y2=9

challenges of HGP.
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Write about the major fu

associated databases.
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Write about the metho

alignment.
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Write short notes on the following -
(@) FASTA
()  Phylogenic tree
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