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@) Choose  the correct answer of the
1x3=3

following :
do not

(i) In sequence analysis, W€

align
(1) match characters

(2) mismatch characters
(3) two gaps ©of planks
(4) None of the above

By
‘i1 ( Turn over )
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(2)

(ii) The full form of URL is
(1) Universal Resource Locator
(2) Uniform Resource Locator
(3) Unidentifieq Resource Locator
(4) Union Resource Locator
(i) Two proteins have same molecular

weight.  All  of the * following
techniques ¢ap be used for its
Separation, €xcept

(1) ion exchange

(2) affinity chromatography
(3) SDS-PAGE

(4) gel filteration

(b) Fill in the blanks . 17‘2’2
() The full form, o LASER is Light
—L&uiihy stimulateq emission 0f
radiation,
(i) Ge1ger—Mu11er Counter js an’
2 Instrument to measyre
C

() PH ang Buffer
(lu} ISOtOpeS

What do

thennodynam. Irst

e law o
and entropy  SCUSS aboyt

free energy ’11
2+3+3+3
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(3) @&

Or

Write notes on the following -

2+4=6
B

i iophysics
(@) Scope and applications of biop

(b)

Bioenergetics

es?
. 1 oical databas
What do you mean by biolog! al databases?

. iolo ic
How can you classify b101c1§<1)tide sequence
. nu
Give an account of

NCBI
ce to y
database with special referen 0+4+5=11
database.
Or
s
Write notes on the follow! g. Lol
() Ty - S AR and multiple 0+2=4
airwise
alignment i <EopP ;i_ i
a &
(b)  Multidisciplinary apPr®
bioinformatics e
three (3=12
Write short notes on any 4 |
(@  FAsTA
(b) ENTREZ
(©  World Wide Web
(d)  Swiss PROT
(e) Phyllogenetic tree i
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